Means and standard deviations were calculated based on three independent experiments.
Statistical difference is indicated by asterisks (P < 0.01). The wild-type strain Guy11 and the ΔMopex1-57 mutant were transformed with GFP-PMP47.
Conidia and hyphae from the transformants Guy11/GFP-PMP47 and ΔMopex1/GFP-PMP47 were observed under a confocal fluorescence microscopy. Bars = 10 μm. Quantitative RT-PCR analysis of relative expression of MoPEX6 in the wild-type strain Guy11 and the ΔMopex1-57 mutant. RNA samples were extracted from mycelia (2-day-old CM liquid culture) and appressoria formed on barley epidermis for 24 h.
Means and standard deviations were calculated based on three independent experiments. Statistical difference is indicated by asterisks (P < 0.01). Table S1 . Strains used in this study Name
Brief description

Guy11
The wild-type strain of Magnaporthe oryzae
C445
The T-DNA insertional mutant TH3 A standard tester strain for fertility assay
ΔMopex1-21
The ΔMopex1 null mutant
ΔMopex1-32
ΔMopex1-49
ΔMopex1-57
ΔMopex1-57C
The complemented strain Guy11/GFP-PTS1 The wild-type strain expressing GFP-PTS1
ΔMopex1/GFP-PTS1
The ΔMopex1 mutant expressing GFP-PTS1
Guy11/PTS2-GFP The wild-type strain expressing PTS2-GFP
ΔMopex1/PTS2-GFP
The ΔMopex1 mutant expressing PTS2-GFP
GDW2
The strain expressing GFP-MoPEX1 and RFP-PTS1
Guy11/GFP-PMP47 The wild-type strain expressing GFP-PMP47
ΔMopex1/GFP-PMP47
The ΔMopex1 mutant expressing GFP-PMP47
AGL1
Agrobacterium tumefaciens
DH-5α
Escherichia coli 
